that are being destroyed. We doubt that even any classical taxonomist would oppose an international large-scale DNAB project where the collection of specimens and tissues and the integration of classical taxonomic knowledge were the first steps. Surely, integrative taxonomists would not reject such a proposal either.
In summary, we consider that DNA barcoders pursue similar goals to those proposed by taxonomists to overcome the taxonomic impediments. Integrative taxonomy must be their rendezvous, and this must be seen as one of the important challenges taxonomy has ahead to fulfil its necessary revitalization (Wheeler & Valdecasas 2005) .
